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Abstract Authenticity identification of interspecific cross progenies is necessary for the success of crossbreeding. The authenticity
of 94 interspecific cross progenies from Red GlobexShuangyou was identified by SRAP (Sequence—related Amplified
Polymorphism) markers. Five paternal polymorphism primers were selected randomly between two parents by SRAP markers
amplyfied and was applied to identify the authenticity of 94 progenies. The result showed that 87 progenies of 94 progenies were all

identified to be true hybrids owing to their specific bands from male parent and morphological analysis of the field.
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H TP EEREGLIE 76 A TSR AR, T R A (i
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(1) A A G 22 /NI RN A AR 2248 J AR, 1 Rk
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Z5(1997)H RAPD Fricd %50 1[5 -1 25 R B 285 P
JoB TF) PR 28 2 = Aol

OGP 4 2 & Y 4 T (sequence-related
amplified polymorphism, SRAP)Z&—FiHET PCR 1]
SRR EIAR, i Li Al Quiros(2001)2H, HHEA
Jo BT BT X 51 ) %) ORFs (openreading
frames, TR BAR)HEATH 1S, PIAMAANH LLA )
RIS 7 H3 T SRR A AN~ R 2 4
PE. SRAP FIARBA MM, thid, foe. 285,
TERE A o A 35, ANTR TR (0 7 414 JE )
FE e AFFUR ) SRAP AN 4 R () 4 Ac 4 A5
LT IR S AR S ARHEAT 29 I LS PR A, Ay
A o Z MR (1) 33— 20 R B4 58 Bl o

14K 500
1.1 R4 DNA [k

XIRGE M 94 4 =58 Ja AA3E 96 144 KL DNA ¥
FERI PRI TR, SN e, e
I DNA 1) OD560/ODago LU T 1.7 A1 1.9 Z [1],
TENERERT I 25 SR W, SR DNA — 4505 M e 4
7, 5 ADNA AL EFEAAA, Sy B W m
)2, LERAFA RNA y55¢. ARG HEE Y
DNA 558, 4lifm, FFaAalieneisk(&l 1),

1 2 3 45 6 7 8 9 10111213 14 15 16 17

P 1 A2 20 A A8 Jr ARKE A1 41 DNA LK

7 B 1~3 SRR ADNA, A ZEEIA45 43514 100 ng, 150
ng, 200 ng; 4~17 R 748 fE AR

Figure 1 Electrophoresis of genomic DNA for some progenies
Note: Number 1~3samples in the upper figure are ADNA, from
left to right are 100 ng, 150 ng, 200 ng; Number 4~17 were
cross progenies

1.2 SRAP 5| ¥4 & i ik

¥ 80 X5 AAERNCEF 1T SRAP-PCR 4™
B, A 20 XI5IAET AR EWIEHILT
AR S (K] 2), IR &R nT DL F458 5
RTINS 2 . BATAHIERL 5 X 4 BaG
W25 2y r HE 519, BS54 & MelEm10-212,
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~205 F T LR XU 248 J AR 4 5

B2 HB5r 5 |4 & ik 1 3 1 2 51
7E: M: DNA marker; &5 5149415 BRI A B 203 2 BEA
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Figure 2 Amplified results with some primer combinations

Note: M: DNA maker; The experimental materials were Red
Globe grape and Shuangyou from left to right in each primer
combinations
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Figure 3 Identification of crossing progenies by primer
combination Me8Em5

Note: Number 1~94 were cross progenies; Means Specific

bands from male parent
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Table 1 Primer sequences used for SRAPA anylysis

G FHCEIL G % 1514

Code Forward primers Code Reverse primers
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