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Abstract 19 pairs SSR markers were used in PCR and genetic diversity analysis with intent to clear the genetic diversity of 118
accesions, which collected and presevervated from Research Laboratory of Rice Resource in Rice Research Institute of Jiangxi
Academy of Agricultual Sciences. 99 bands were amplified from 19 SSR primers, with 2~9 bands per pair of primers. The genetic
similarity cofficient of 118 rice germplasm resource varied from 0.053~0.895, with an average of 0.393. Results indicated that the
genetic basis of 118 rice germplasm resources was rich and had preservative value. According to the dendrogram by UPGMA cluster
analysis with software NTSYS, 118 rice germplasm resources couldn’t distinguish as indica and japonica.This maybe relate to the
using SSR, or maybe the japonica material have higer genetic coefficent with the indica material in the same group than japonica
material. The cluster could classify into groups acoording to geographical regions. Rich genetic diversity of above rice germplasm
will reduce blind and improve efficiency in rice breeding.

Keywords Rice germplasm resource; SSR marker; Genetic diversity
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Figure 1 Amplified result of RM242 for part of rice germplasm
resource

Table 1 Amplification results of 19 SSR primers in 118 rice germplasm resource

519 Yetifh MBI 2 v HPRE 4 AR L 2 WL Z e TR AL
Locus Chr. na* ne* I*
RM259 1 8 6.02 1.91
RM23 1 7 5.76 1.83
RM211 2 4 1.76 0.79
RM251 3 8 5.19 1.82
RM335 4 9 2.83 1.44
RM250 2 3 1.38 0.51
RM405 5 3 2.14 0.84
RM169 5 6 4.76 1.64
RM336 7 8 4.24 1.63
RM252 4 3 2.46 0.99
RM190 6 2 2.00 0.69
RM209 11 5 2.72 1.13
RM247 12 5 1.67 0.85
RM17 12 3 2.057 0.76
RM216 10 2 1.267 0.36
RM242 6 3.26 1.35
RMI152 6 2.82 1.23
RM222 10 5 2.92 1.22
RM219 9 6 3.08 1.40
Mean 5.21 3.07 1.18
St.Dev 2.16 1.46 0.46

e nas WLIE R SEAFEREL * ne: A RAEA FE R % (Kimura and Crow, 1964); 1. 18i4% 2 F- M fi % (Lewontin, 1972)
Note: * na: Detected number of alleles; * ne: Effective allele number (Kimura and Crow, 1964); * I: Shannon's Information index

(Lewontin, 1972)
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Figure 2 The number of genetic similarity distribution of 118
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Figure 3 UPGMA clustering of 118 rice germplasm resource
based on genetic similarity coefficients

Note: The number on the right is the material number, which is
corresponding to table 2
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Table 2 Number and name of 118 rice materials

G B i G K i R
No. Name No. Name No. Name
1 923 41 HR 80 TGelt 6 5
Gan nongzao Raowan No.6
2 926 42 HEIHD 9 5 81 ST R
Gan wanxian No.9 Shuangzhuzhan
3 962 43 HEMRL 15 5 82 AR
Gan wanxian No.15 Simiaowang
4 974 44 WEMR 20 5 83 g5
Gan wanxian No.20 Tezaozi No.1
5 1504 45 HERL 32 5 84 ik
Gan wanxian No.32 Tiannuo
6 6188 46 MR 34 5 85 Mtk 8884
Gan wanxian No.34 Wanhui No.8884
7 9194 47 BN 86 Wikt 53
Gan xiangnuo Wannuo No.53
8 7004 48 AL 8 5 87 H 15
Gan youwan No.8 Xianhui No.1
9 F6 49 LR 55 88 [INCE:]
Gan youzao No.5 Xiangai B
10 RO84 50 LR 24 5 89 G4B
Gan zaoxian No.24
11 R102 51 R 26 90 03B
Gan zaoxian No.26
12 R107 52 LR 30 5 91 B
Gan zaoxian No.30 BollB
13 R121 53 R 34 5 92 B
Gan zaoxian No.34 BoB
14 R15 54 LRI 37 5 93 MIIB
Gan zaoxian No.37 PinglIB
15 R253 55 LR 40 5 94 55 B
Gan zaoxian No.40 Xieqingzao B
16 R258 56 LR 41 5 95 Wrife B
Gan zaoxian No.41 Xinlu B
17 R288 57 HEELR 45 5 96 W& B
Gan zaoxian No.45 Xinxiang B
18 R3027 58 HEILR 48 5 97 21l 97B
Gan zaoxian No.48 Zenshan 97b
19 R3032 59 R 53 5 98 fEITHE 15
Gan zaoxian No.53 Xinjiangwan No.1
20 R4015 60 J % 4 5 99 T 3 5
Guang luai No.4 Xiujiangwan No.3
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Continuing table 2
i A% i A% G 447
No. Name No. Name No. Name
21 R402 61 Pk 2374 100 FHLE 45
Hui 2374 Xiujiangzao No.4
22 R432 62 WA A 1126 101 FHLH. 9 %
Huifuxi 1126 Xiujiangzao No.9
23 R458 63 AR 15 B 102 &S
Jiang nongzao No.1 B Yiai No.1
24 R463 64 VLV A 227 103 ‘HF 089
Jiangxi simiaowang Yifeng No.089
25 R5010 65 HX RS 104 JEILH 1 %5
Jinggang handao No.1 Yingyouzao No.1
26 R66 66 B 155 105 JEILH 2 5
Jiu yunwan No.1 Yingyouzao No.2
27 R71 67 I 106 JEPLH 3 %5
Liantang wan Yingyouzao No.3
28 R838 68 PR 107 [EIL. 4 %5
Lu hongzao No.1 Yingyouzao No.4
29 R9113 69 I 46 108 JEILH. 8 5
Miyang No.46 Yingyouzao No.8
30 R98049 70 w1 109 [EHR 35
Miye No.1 Yingyuzao No.3
31 R 99 71 P 110 25
R gui 99 Nantehao Zao No.25
32 SG89320 72 ek 295 111 . 89—01
Nnongda No.295 Zao 89-01
33 SG98786 73 &K 9908 112 H R218
Nnongda No.9908 Zao R218
34 REF—5 74 PEPK 141 113 AL 14
Dongye No.1 Pinghui No.141 Zaoxian No.14
35 F [ A 75 PR 2028 114 LR 152
Fengyuan xiangnuo Pinghui No.2028 Zaoxian No.152
36 Rk 15 76 Hibk 6003 115 UL 240
Fengwannuo No.1 Pinghui No.6003 Zaoxian No.240
37 [ ) 77 P 6013 116 AL 559
Ganji NO.1 Pinghui No.6013 Zaoxian No.559
38 R 35 78 PP 7019 117 iR 15
Ganliangzao No.3 Pinghui No.7019 Nianfengzao No.1
39 A 3425 79 PEPK 7029 118 KiEd 1%
Gannong No.3425 Pinghui No.7029 Nianfengzhan No.1
40 WAL 2 5

Gannong wangeng
No.2
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