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Multiplex Fluorescence Detection Technology Base on Cotton SSR Marker
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Abstract DNA fingerprinting database of cotton major cultivars in China was to be constructed based on SSR marker technology
with fluorescent-labeled. Three main types of special peak were analyzed, including sharp peak, consecutive multi-peak and N+1
peak. Three heterozygous peak types of hybrid and the fundamental principle for establishing fluorescent multiplex PCR sets were
summarized. Two detection technologies were compared between fluorescent system and conventional silver staining system, the
virtues and defects were analyzed. The combinative way of the two detection technologies was discussed.
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Figure 1 Three main types of special peak

Note: A: Sharp peak; B: Consecutive multi-peak; C: N+1 peak
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Figure 1 Three heterozygous peak types of hybrid
Note: A: Double peak; B: Three peak; C: Four peak

1241



ERRSE, 2011, £ THi1E SSR 12 B GhRid Bl AR, 2 TAEYE T Vol.9 No.31 (doi: 10.5376/mpb.cn.2011.09.0031)

SRS BLI BRI G 2GR, 47
A DL LS50 LT R 0T, 5 Sy
VR TR R APTEDE S, ENRILN B EE, R
I HIPAGE HLVK LA KU L SR, 7
R T AR B B L

13K N B EPCRBARIEIL

W PSS RS BR, ARFIIN 365 SSR |
WIAT T U S, s TN EAS, A
HAE VUSSR 9153 I LAFAM . HEX. TMRA!
ROX PYFhAS [A] B 4 1) 2 G BB bRid (W 1), £ H

® 1 5 Ima R R EHE
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MO04 GAC ROX MO02 ACAT ROX
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Figure 3 Four fluorescent multiplex PCR sets detected in capillary electrophoresis
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