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CIFT, A Novel Homologues Gene of FLOWERING LOCUS T from
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Abstract The floral genes Flowering Locus T(FT) in Arabidopsis thaliana plays important roles in the process of integrating the
initial floral signal and the inducing expression of the floral meristem genes. In this research, we cloned a homologou of FT gene
from Chrysanthemum lavandulifolium which was named CIFT by using PCR, RT-PCR and PCR-RACE techniques. The GenBank
accession No. of CIFT was GU120195. This result should be helpful for the research of floral development and genetic modification

of flowering time in transgenic plants.
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