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Abstract  The genetic diversity was analyzed using SRAP markers for 31 Loofah. The results showed that: 310
polymorphic bands were obtained using 20 pairs of SRAP primers, including 280 polymorphic bands, 30 public
bands. This result was similar to the cluster result and phenotype traits of loofah. When the genetic similarity index
was 0.41, sponge gourd and angular sponge gourd were separated to two teams, which indicated the genetic
distance is relatively far between two types of loofah. so we consider that it was more appropriate for sponge
gourd as the subspecies of angular sponge gourd. It is an effective assistant-aids for Loofah breeding using SRAP
markers, which has important directive to Loofah breeding.
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Figure 1 Polyacrylamide gel (4%) patterns of 31 Loofah SRAP
with primer pairs of em7me7, M was DL1000
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Figure 2 Dendrogram by cluster analysis based on SRAP
markers of 31 Loofah
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Table 1 A list of names of 31 Loofah

%5 TiftJit G5 MR

No. Germplasm No. Germplasm
1 Y-17 17 F-9

2 05-DZ-3 18 F-12-2

3 D-15-1 19 A-24

4 D-28-4 20 A-11

5 NEA 21 A-15

6 E-15 22 A-4-2

7 G24 23 C-11

8 C- (A+B) 24 C-33

9 D-4-1 25 C-41-3
10 2-1-1 26 09-Z-D—4
11 G-26 27 09-Z-D-5
12 E-33 28 DRZH-0
13 F-2 29 6-SG

14 G-36 30 27-SG

15 G-3 31 20-SG

16 G-15

SRAP 4 #7272 [l 521 55(2009) FE 1 AL AL,
HALE A AP BT R 94°C 5 min, 1
AMEH; 94°C 1 min, 35°C 1 min, 72°C 1.5 min, 5
AMEH; 94°C 1 min, 50°C 1 min, 72°C 1.5 min,
35 MEH; 72°CHEH 8 min. PCR ¥ H45Ei)m,
15 2%B IR EEIE Uk 2 b, RIS R

3.2.3 B B R T

WFoTH, HEERR 9 KIER SR 11 4% 10
14, PIPEC LA, 4l 99 5 IWst, DT
PRSI RE R, R 99 A5 &t ARl REF T
PCR 4" 31, i 1% i 20 XJ A& 2 36 1) 5 | 4145 (3 2),
XF 31 4 2 JAM BHEA T, 320 7E 4% 58 Nk
J ke Rk M« #% PCR P24 FURERE 4% 58 N 1
Fefz b, it 7E 0.5xTBE 22 1 B 2000 v HLHs
HLPK 1.0 /NEE, Gl TR, SRR BdE .
FIFHNTSYS2.1 B AR AR A£G 21T UPGMA 722
HOrHT, 13 31 00 22 AR J A5 B 5

1026



(2 53 FHI R (W)
Fenzi Zhiwu Yuzhong (Online)

R 2RIy HEEGE ) SRAP 514145

Table 2 SRAP primer combinations with stable amplification profiles were selected

519751

Primer sequence

ClL7 ey

Primer combination

S1ALE

Primer combination

519751

Primer sequence

em9me6 5'-GACTGCGTACGAATTCGA-3' em9mel 5'-GACTGCGTACGAATTCGA-3'
5'-TGAGTCCAAACCGGTAA-3' 5'-TGAGTCCAAACCGGATA-3'
em5SmeS 5'-GACTGCGTACGAATTAAC-3' em10me5 5'-GACTGCGTACGAATTCAG-3'
5'-TGAGTCCAAACCGGAAG-3' 5'-TGAGTCCAAACCGGAAG-3'
em7me7 5'-GACTGCGTACGAATTCAA-3' em6bme6 5'-GACTGCGTACGAATTGCA-3'
5'-TGAGTCCAAACCGGTCC-3' 5'-TGAGTCCAAACCGGTAA-3'
em9me8 5'-GACTGCGTACGAATTCGA-3' emSme4 5'-GACTGCGTACGAATTAAC-3'
5'-TGAGTCCAAACCGGTGC-3' 5'-TGAGTCCAAACCGGACC-3'
em8me4 5'-GACTGCGTACGAATTCTG-3' em8mel 5'-GACTGCGTACGAATTCTG-3'
5'-TGAGTCCAAACCGGACC-3' 5'-TGAGTCCAAACCGGATA-3’
em7mel 5'-GACTGCGTACGAATTCAA-3' em6me7 5'-GACTGCGTACGAATTGCA-3'
5'-TGAGTCCAAACCGGATA-3' 5'-TGAGTCCAAACCGGTCC-3'
em6me9 5'-GACTGCGTACGAATTGCA-3' emllme5 5'-GACTGCGTACGAATTCCA-3'
5'-TGAGTCCAAACCGGTAG-3' 5'-TGAGTCCAAACCGGAAG-3'
em4me4 5'-GACTGCGTACGAATTTGA-3' em9me7 5'-GACTGCGTACGAATTCGA-3'
5'-TGAGTCCAAACCGGACC-3' 5'-TGAGTCCAAACCGGTCC-3'
em7me6 5'-GACTGCGTACGAATTCAA-3' em10me8 5'-GACTGCGTACGAATTCAG-3'
5'-TGAGTCCAAACCGGTAA-3' 5'-TGAGTCCAAACCGGTGC-3'
em2me5S 5'-GACTGCGTACGAATTTGC-3' emlme4 5'-GACTGCGTACGAATTAAT-3'
5'-TGAGTCCAAACCGGAAG-3' 5'-TGAGTCCAAACCGGACC-3'
VE& TRk AT, BT AR, 2012, 22 IR R ¥ U6 35 2% 06 % 11

Tr JETR T2 T 557 2 AW 9T 7 58 v v R B 4%
SEHEE SERROIR SO . PRSI 58 S IR AL
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(2013.1-2014.12)FL [ %t B o

S 30k

Cui J.J., Song J.W., Wang GP., Lin M.B., Li L.F., and Hu K.L.,
2012, Genetic diversity analysis of germplasm resources
of towel gourd based on SRAP markers, Zhiwu Yichuan
Ziyuan Xuebao (Journal of Plant Genetic Resources),
13(6): 1061-1066 (FERA, AR, HEEF, A=,
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SRAP 431, FEPEAE ZHR2EHR, 13(6): 1061-1066)

Li LF., Guo S., and Lin J.R., 2011, Establishment and
optimization of SRAP amplification system in loofah,
Beifang Yuanyi (Northern Horticulture), (15): 160-162
(B35, 998, MREEZE, 2011, £ SRAP RNAKRK)
@ 5, L7, (15): 160-162)

Qiao Y.C., Lin S.Q., Liu CM. and Yang X.H. 2008,
Optimization of SRAP analysis and its application in
germplasm research of Loquat (Eriobotrya japonica),
Guoshu Xuebao (Journal of Fruit Science), 25(3): 348-352
(FRMERR, MRINTRL, XU, #5101, 2008, SRAP 53k
FIAAL S AR 5 B U5 5 KT, SRR 274,
25(3): 348-352)

Su X.J., Xu H., Chen L.Z., Song B., Yuan X.H., and Chen J.F.,
2010, Analysis on the phylogenetic relationship of luffa
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KZM ISSR 734, R RUARMVIR 2224k, 33(3): 42-46) Xia J.H., and Xiang C.P., 2008, Analysis of genetic diversity in
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