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W OE ARHSEIOKRG R % I 24 % SSR(Simple Sequence Repeats, SSR)FRiE, %18 & 2448 Rk k& 1t 27
Py B A7 JL R I8 AL 1 5 KRB R AR R R R AT 18 4L 24 0 M1 o S5 R W, ZEAT T IR 24 A7 kR, 2 85MA A 94,
ZAMEMAEN 37.5%. AL S EERECN 4.2 4, BWEN 2~8 4, FHZEMEME RS HIEHPIC)N 0592, 1E9
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ERBRIOK R TEARA KB AEG, WA RER R TP IR FRe MR A58 KRR E &
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The Genetic Diversity Analysis And Stability Evaluation of High Generation
Restorer Lines Of Hybrid Rice By SSR Marker
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Jianfu =, Xie Hua'an™

Fuzhou Branch, National Rice Improvement Center of China,Key Laboratory of Crop Germplasm Utilization between Fujian and Taiwan, Ministry of
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Institute, Fujian Academy of Agricultural Sciences, Fuzhou 350003, Fujian province, P.R. China
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Abstract In this study, 24 pairs of SSR (Simple Sequence Repeats, SSR) markers were used, which were used to identify new rice
varieties to analyse 27 high generation restorer lines of hybrid rice. The results showed that there were 9 polymorphic loci with a
polymorphic rate of 37.5%. The number of alleles per locus ranged from 2 to 8 with an average value 4.2. The value of
polymorphism information content (PIC) was 0.592. 8 loci heterozygous genotypes were detected in all polymorphic loci. The results
from cluster analysis showed that 27 high generation restorer lines had high genetic diversity, but some lines should be further
increased in generations of breeding stable traits. This study provided molecular evidence for the selection of high generation restorer
lines.

KeyWOI’dS Rice (Oryza sativa L.); Restorer lines; SSR; Genetic variation
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F 1973 AR AKRSEIL = R IELUR, KR ZAEFM HARITER M ZFALTRIRIE R 2K, Aifn

AR LR PEARAE g — A A AT /KRE b bl N FH 3
oA 2 O HE B4 Y (BT, 2007). JT4FoK, BAE
WFFTIAWR N, SR ATERC H > A RAZ Ll 5 1
S SR AN T 1 3 4% 304K 2 Hopit I PR 4

B0 P EERAE DAL PR, — LB RIR A
(25 A 2 IC B BT AR 78 5 AL 6 il T 5E 18]
TEFE, OBl P T PR a5 22 ORI (CH R e 5%,
2009). HATAEE A REEF I EAZMMERKRE
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PEAR B A, R A R AR A
HEAT 2278 S R HIRT A kL. E IR & Pk R 1) )
I, I T G R PR A R A, X
K 11 31— 20 45 v A B OK 1 Jmy PR (e 5
2009). 7EHE R, 3 EAKYE H PR KR
PERIEEHAEL, I TRl —BE RS AR bk &R R 5wt
i 8 1)t A 25 S R IR T . A RACH PR LR
BHMERARE A —CBE BT 2 18 R
KA, FE IR, (HAETF w1 [,
PER RS e 75 5 2 AR, i s AR fE
R R, B R IE E Ak TR ki

DNA 43 Fhric 20T 70 /KR M kel ast A 2 B P
Wer vz . HrpEET PCR () SSR 43 Fhric g
fajfd, RV H2SEFEE, AKREsE 2R
Kl #3282 N, A SSRFRICAMY BES %
EAG AR O R, T HE W 5E, AR R, A
48 (&, 2007). T RK SR 4 4£(2007) K1 64
X} SSR G I4ht 38 A BFIEAT 73, Mg B 2 A ist
25 FECRIARL,  FEPE I FBUw A RS ik 22
S KR AZ 1 & 8T TR T i R s . Bt
H45(2002)K ] SSR 43 FFRicBoARXS 35 ik &
MORLEAT I8 A Z REE AT, 25 TR 3R e 2 A KA
ST 2GR B N 22 RN, AR SO
—o BT EEEE(2009)K ] 64 Xf SSR ARiC K} 96 fr 2
b Sl AR B AT LRI T, R AR
FRGIEE an A ST MR GO R BUL, Hag Lk
Bl ] BEIE T2 B Ty M, (RIS A A A 25 e b 7

MG Z RS, AR KBV TER T Bt /5 sk
BRIERE. BRI, A St R O T A s
U QUTIHAEL, S A AR H AT SRR R
e 3 ] SSR ARICHIAR I B A3 AL Rl ik
H KUK R (8~10 AQ) R h Jedstt At 2 PR A
WRHE . AFFFCRH SSR 28 FARid AR, XHET
BAL HIBEZRA R B A A0 — R i AR R/ A
FH(8~10 AR)BEAT AL AE VEVE O 1 ist A% 2 FEIE S
Bty 2D X e AU R RHIEA T A2 K
B 28 (K I T B (AR AR O 0 20 T ARl SR PEARY
BAERUE RS % .

1ERE2H
1.127 B E K E BT SSR #1544 R

ARSI 16 FH /KRG8 b A 4 52 IR 24 %) SSR #x
WX 27 B KFE R AR BRI T 184 2 I 47
Mr, S5 EoRITA 5 3 ey 1 R e 375 b vl ¢ 14
PG, 24 %5513y 18 H 165 4% DNA 47, 1L
W9 X B HAT L 38 AN Z AN A, RSN
23.03%. X5 YKL 2~8 N2 AR B, P
42 4o T2 AN SSR A7 1) 2 S PEAE B2 (PIC)
AL A 0.299~0.866, “FI4{H A 0.592 (% 1).
Bl 1245149 RM7L XA 27 4344 KHE SSR HLIK
K, BRI AN SSR Y, 22 2R
FEE, T NZ B T E s vk R B AT L B
Aot B, UL R R M RRE A frdE— 2D At
R R EMEIR

219 X SSR SIMIAE 27 473 AR R RE oA DI B0 10 S50 AR S O 22 2k

Tablel Allele numbers and PIC value of 9 SSR loci detected in 27 high generation restorer lines of hybrid rice

Py SSR 514 VS RN DACE A AL EZ ALt PIC &
NO. SSR Markers  NO.of Chromosome Repeat Units Allele numbers of polymorphisms ~ Value of PIC
1 RM17 12 (GA)y 6 0.847
2 RM18 7 (GA)AAA(GA)(AG) 6 8 0.865
3 RM71 2 (ATT)10T(ATT), 8 0.866
4 RM209 1 (CT)s 3 0.571
5 RM219 9 (CT)17 3 0.537
6 RM224 11 (AAG)8(AG)y3 2 0.493
7 RM273 4 (GA)n 2 0.495
8 RM336 7 (CTT)s 3 0.299
9 RM337 8 (CTT)4—19- (CTT)g 3 0.357
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1 23456 78 9101112131415161718192021222324252627 M

500 bp
— 400 bp
300 bp
200 bp

100 bp

Kl 1 SSR 514 RM7L %t 27 AUk 2 RAEHT PCR 4 318 vk Bl 1~27 0 d RIS AR HA0L~27; M: 43 F &rid
Figure 1 Profile of the amplified products from genomic DNAs of 27 high generation restorer lines of hybrid rice with SSR marker
RM71;The number 1~27 is HA01~27 respectively, M: Indicates DNA maker

1.2 BEL

A 9 X Z &M SSR 5II7E 27 =i Ik &
PORLRAS IR (1) 38 AR RN, K Ntsys 2.10 4k
AT T 27 iy =AY R AL EHAI R s AR AL, R 2L
H UPGMA iEX g T R T (K 2). 27 kL
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e
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Coefficient

227 fy AR E R AR SSR AR id FE S T ]
Figure 2 The diagram tree of 27 high generation restorer lines
of hybrid rice with SSR markers
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2 11
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it 55 #4555 (2005) A A 126 H 12 A A KA [\l 4
BHX TF 0 JLZE R T 99.9%, 41 5L X 1) 35 AL AH AR
PR K READRE, T BRI = 2 A kbR il B
bR ic B AWFFUEBUKR BT RS E R 24 X}
SSR 51 HA AMBLE AL TS 501 27 4 IR &R
MRIEAT 4% 2 FEPE S BT RS B PR VAN, WP ST
GEULRE, FEPTIREUR 27 kPR, ATRAREE
BARREME 2RI E RZM B T AMEE B Fug
b, BEFRLRGIEET, B T oRAREE S
5, ERE R EMER IR G Z MR AR BT
MERE, St FhmiciighiE s, ar DI RZHeRAH
XPRRE B R HEAT 2 T ACE VR, AR iz
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HARBH.
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