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Abstract Tall fescue (Festuca arundinacea Schreb.), an important lawn and pasture grass in agriculture, occupy an important
position in animal husbandry and lawn industry. The isolation of high quality RNA was a precondition of Molecular biology research.
In this experiment, we adopt two common approaches as well as the improved isothiocyanate method for total RNA extraction by
using the leaves of tall fescue as the material in order to seek the optimum total RNA extraction method of tall fescue. The results
showed that, Trizol method with high reliability was the simplest approach, but it’s costly. And there was protein significantly
pollution and degradation of the RNA by the isothiocyanate method. By employing improved isothiocyanate method, we found that
there were three bright bands in agarose gel electrophoresis, 28S rRNA, 18S rRNA and 5S rRNA. The band of 28S rRNA was
brighter than that of 18S rRNA, and the value of OD,5,/OD,gy was 1.8 to 2.0. Clear bands and high polymorphisms have been got by
cDNA-AFLP analysis. These results indicated that the RNA isolated by improved isothiocyanate method had a good integrity and
high purity, and could be used for the later molecular researches.

Keywords Tall fescue; RNA extraction; Improved isothiocyanate method
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Figure 1 Agarose gel electrophoresis of total RNA by different methods

Note: A: Trizol method, B: Isothiocyanate method, C: Improved isothiocyanate method
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Table 1 The quality of RNA sample by different extraction methods

WARZA RNA /7% (ng/g) WG
Methods RNA yield (ng/g) Absorbance
OD60/OD»g0 OD;60/OD»30

St IRIGE 98.10 2.291 1.706
Isothiocyanate method
Trizol 2 118.60 1.831 2.198
Trizol method
o5 R ) St R I 224.40 1.871 2.118
Improved isothiocyanate method
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Figure 2 cDNA-AFLP analysis of total RNA by modified
AGPC protocol
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