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QTL Mapping of Important Agronomic Characters in Cotton
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Abstract Recently, QTL mapping for disease resistance, fiber quality and yield traits were conducted in cotton. This review gave a
summary of QTL mapping in cotton. QTL mapping for disease resistance was focused on Fusarium wilt, verticillium wilt and
root-knot nematode resistance. Major resistance QTL were found for Fusarium wilt and root-knot nematode resistance, but only
minor QTLs were identified for verticillium wilt resistance. Most of studies adopted the high fiber quality germplasm in upland
cotton or island cotton for QTL detection of fiber quality. Some studies used mapping populations derived from normal quality lines
in upland cotton, because high fiber quality alleles also exists in normal quality germplasm. Fiber quality traits all showed relatively
high heritability, and some of QTL detected for these traits showed inheritance stability across different environments and
generations. Because of complex genetic basis for most yield traits, QTL detection for these traits usually showed poor reliability.
This review might give insights into QTL mapping of cotton and also provide effective information for genetic breeding of important
traits in cotton.
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Figure 1 Summary of QTL mapping in cotton
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