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Abstract SSR technique was used to construct DNA fingerprint database of 12 Oryza species in Shandong Province according to
the criteria proposed by China Rice Data Center. The results showed that 73 alleles were detected with considerable poly momphism
by 24 pairs of primers. For UPGM A cluster analysis, 12 Oryza species were classified into three cluster groups with the similarity
coefficient of 0.696 using the software NTSYS. SSR technique could effectively detect the genetic relationships among the Oryza
species, and meet the requirements for the construction of rice DNA fingerprint database. This is facilitating the conservation for rice
germplasm respurces of Shandong Province.
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Serial number Cultivars Cultivar origin Serial number Cultivars Cultivar origin

1 R K 7 f# 3 5 LTI/ B 43k 2
Caizhihui Lindao 3 Shanfashi/Huangjinxuan

2 WA 8 %G 10 = i 89-27-1/H A5
Black shell fragrant Lindao 10 Lin89-27-1/Japqing

3 7 1 9 s 115 G 88 (5 HK)
Xiang xue Lindao 11 Zhendao 88

4 a1 10 165 Irihae
Insect-Resistant 1 Honggi 16 Yedihaungjin

5 HEE8 11 BH1Y TR AR
Yanjing 8 Lujing 1 Funian/Guihuahuang

6 fE 2 55 HAE T 12 808
Lindao 2 Guihuahuang Gong 808
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Table 2 Alleles detected at 24 SSR loci

Frid PSRN VACY SENLEER(AN) Frid PERLS VACY SEPLEER(A)
Marker Chromosome Allele Marker Chromosome Allele
RM 1195 1S 6 RM 336 7L 5

RM 297 1L 2 RM18 7L 2
RM71 2S 1 RM 337 8S 4

RM 208 2L 6 RM72 8L 6

RM 232 3L 2 RM219 9s 3

RM 85 3L 1 RM 278 9L 1
RM5414 4S 3 RM 311 10L 4

RM 273 4L 3 RM 258 10L 1
RM267 5S 1 RM209 11L 2
RM274 5L 7 RM224 11L 2

RM 190 6S 5 RM19 12S 1

RM 253 6S 3 RM17 12L 2

RM274 RM267 RM17 RMI19
MI123456789101112123456789101112

M123456789101112123456789101112

250 bp

250 bp

100 bp
100 bp

A

B

1 12 PPl ZR A A KRG S Bh b 28 L e B AR KB RN B 43 FFic RM 274, RM 267, RM 17 AT RM19 1% 2401 1~12 4351

AR 12 A KRR R, L3 1

VE M NERUES T marker D2000; 7Sk AR RIS R A, A RM 274 Fil RM 267 £ 72815041 B: RM17 fl RM19 £ %

PEo A

Figure 1 Polymorphism of markers RM 274, RM 267, RM 17 and RM 19 on the fifth chromosome for 12 kinds of unique rice cultivars
in Shandong Province; 1~12: 12 kinds of unique rice cultivars, respectively, shown in table 1
Note: M: marker D2000; Arrows indicate bands of the alleles; A: Polymorphism of markers RM 274 and RM267; B: Polymorphism

of markers RM 17and RM 19
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Table 3 DNA finger print for 12 kinds of unique rice cultivars in Shandong Province at 24 SSR makers
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Table 4 List of the 24 SSR markers selected for the identification of rice cultivars

brid PSRN B fE ER G553 K51 HI(5'—3")

Marker ~ Chromosome Arm Position Forward primer (5'—3") Reverse primer (5'—3")

RM1195 1 S 6153085 ATGGACCACAAACGACCTTC CGACTCCCTTGTTCTTCTGG
RM297 1 L 32093949 TCTTTGGAGGCGAGCTGAG CGAAGGGTACATCTGCTTAG
RM71 2 S 8761504 CTAGAGGCGAAAACGAGATG GGGTGGGCGAGGTAATAATG
RM208 2 L 35160202 TCTGCAAGCCTTGTCTGATG TAAGTCGATCATTGTGTGGACC
RM232 3 L 9734810 CCGGTATCCTTCGATATTGC CCGACTTTTCCTCCTGACG

RM 85 3 L 36287160 CCAAAGATGAAACCTGGATTG GCACAAGGTGAGCAGTCC
RM5414 4 S 2021760 ACCATGGTTCAAGAGTGAAA ACAGCTCAACCTGTTGAGTG
RM273 4 L 23825125 GAAGCCGTCGTGAAGTTACC GTTTCCTACCTGATCGCGAC
RM267 5 S 2849973 TGCAGACATAGAGAAGGAAGTG AGCAACAGCACAACTTGATG
RM274 5 L 26661876 CCTCGCTTATGAGAGCTTCG CTTCTCCATCACTCCCATGG
RM190 6 S 1764638 CTTTGTCTATCTCAAGACAC TTGCAGATGTTCTTCCTGATG
RM253 6 S 5437340 TCCTTCAAGAGTGCAAAACC GCATTGTCATGTCGAAGCC
RM336 7 L 21818658 CTTACAGAGAAACGGCATCG GCTGGTTTGTTTCAGGTTCG
RM 18 7 L 25651810 TTCCCTCTCATGAGCTCCAT GAGTGCCTGGCGCTGTAC
RM337 8 S 146952 GTAGGAAAGGAAGGGCAGAG CGATAGATAGCTAGATGTGGCC
RM72 8 L 6757363 CCGGCGATAAAACAATGAG GCATCGGTCCTAACTAAGGG
RM219 9 S 7887585 CGTCGGATGATGTAAAGCCT CATATCGGCATTCGCCTG
RM278 9 L 19320020 GTAGTGAGCCTAACAATAATC TCAACTCAGCATCTCTGTCC
RM311 10 L 9347372 TGGTAGTATAGGTACTAAACAT TCCTATACACATACAAACATAC
RM258 10 L 17570591 TGCTGTATGTAGCTCGCACC TGGCCTTTAAAGCTGTCGC
RM209 11 L 17767906 ATATGAGTTGCTGTCGTGCG CAACTTGCATCCTCCCCTCC
RM224 11 L 26796502 ATCGATCGATCTTCACGAGG TGCTATAAAAGGCATTCGGG
RM19 12 S 2432080 CAAAAACAGAGCAGATGAC CTCAAGATGGACGCCAAGA
RM17 12 L 26949995 TGCCCTGTTATTTTCTTCTCTC GGTGATCCTTTCCCATTTCA
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Figure 2 Cluster dendrogram of 12 cultivars based on SSR
makers

Note: 1: Caizhihui; 2: Insect-Resistant 1; 3: Yanjing 8; 4: Black
shell fragrant rice; 5: Xiangxue; 6: Lindao 10; 7: Lindao 11; 8:
Lujing 1; 9: Gong 808; 10: Honggi 16; 11: Lindao2; 12: Lindao 3
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