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Abstract A cDNA fragment encoding a cellulose synthase (PuCesA7) was amplified by Reverse Transcription Polymerase Chain
Reaction (RT-PCR) by using total RNA from young leaves of Populus ussuriensis Kom. and cloned into a pMD18-T vector.
Sequencing analysis showed that the cDNA fragment shared highly homogeneity (97%) to the cDNA sequence of PtrCesA7. The
cloned cDNA fragment was further introduced into binary vector pROKII in a reverse orientation with its upstream promoter
(P35S), giving an expressing plasmid named pROKII-P7 Sac I Kpn I that containing the antisense PuCesA7 gene. In order to
identifying the tentative function of PuCesA7, transformation of the gene into Populus ussuriensis Kom. is still under way.
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MR 26 57 3, WokAe. ARRRFIgkE P
CTYE RS EAIA ] 95%~99%, JE KR ali£T 4k
=y R R A4 h S A g R S RN
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40%~50% . oL 2 RT3 TAE IR 5e e SN T 48
W24 32 B L R D BB IR AN T o Bt K40 e

REbT T EIAS THIE R EOR, JHRH T4k
RN G AT RRIE . B3 1 DMRORET4E 2= 4 Mgt
PRI 5 [ 25 DI AR K 2% () 2738 71 2000 47 B Bt
v B3R 1 1) PtrCesAL JE[Fl(Wu et al., 2000), Bfif5
SR PtrCesA2, PtrCesA3, PtrCesA4, PtrCesA5,
PtrCesA6 Fil PtrCesA7 %53L[X(Samuga et al., 2002;
Kalluri et al., 2003; 2004) . i it 73 7 LA_FJE PR (1) ik
AR, Ik PtrCesAl, PtrCesA2 il PtrCesA3
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A BE I IE 1A % (Kalluri et al., 2004); PtrCesA6 525
[ K 4 K47 5% (Liang et al., 2004) . Ranik Al
Myburg (2006) 5 & 3545 6 N E AR AT 4 = A Wi 1 4 K
cDNA. E# PCR i3 7x: EgCesAl, EgCesA2
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AR, AR SR A K R AR
EgCesA4 Fil EgCesAb {E4/) A= BEPRId 7 AL 1 4R rh Rk
- FF; EgCesA6 7EHTH 412 i R IA %55 (Ranik
and Myburg, 2006). {HA7 44k 25 A Bk 2 ARG R
BURI VA VR 2 0] 8 AR AT

K 2 T B R AL Hb X AR AR A 855 B 2 (1) 4%
R W S S BT NA: AL NG ER S/ N REIVE/TEN
AR MU, B0 A SR, 2
AR S B AR ARG () SR o A R SRR 48 2R 36 L
DO AR AR R R —, K E R, AL
IR E PR e Ry, AR L HURAR IR ST T Ak (5
W) s W S, RE AR B, IR A
A B A T A B Rl o T AT 4E 3G B 1) A2
B, A5 SR S DR TR A5 BRI 4T 4 %=
P DL KM I ST, B8 S T IS AR
R A

18R 5450
1.1 cDNA F B HI3RE
DA o 55 3R A5 (1) 55— 45 5% cDNA B b 474

14, 25 FrT WA FE 4 1304 bp 119 F BL( 1) NCBI
) BLAST B34 354311 cDNA J¥41I7E GenBank
e UEAT PR B RE LRSI, 45 5 5 W B
PtrCesA7 JL:[X 4K cDNA 34137 F AU 4 97%,
¥ B ¥ 81 fr 4 4 PuCesA7 (GenBank % 3% 5
HQ288419).
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Figure 1 Amplification of PuCesA7 cDNA fragment with Sac
I andKpn I site
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Figure 2 Endoenzyme digestion of pMD18-T-P7 Sac I Kpn [
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Figure 3 Identification of constructs of pROK II -P7Sac I Kpn
[ by endoenzyme digestion
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Figure 4 Construction of pROK I -P7Sac I Kpn I expresstion vector
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e R MR I A, R 2 R A
AR T 25%. IXSEI 1 ] cDNA 7 BatBh 17—
EREN YR G M R 13RI, T3 CesA JEH
B 5% KV F#AIK (Burton et al., 2000). Burn £5(2002)
T ey g S SCRRIA BRI AU, o S AT 4T Y R
LRI D RE B, 45 RER W I+ CesAl,
CesA2, CesA3 3 ML AIFAEERIRIL RGO, itk
HEWTIX 3 N IEF T el G 7 — N e 2 G Ak
(CSOH IS HAGERXNEM G, FEIFE S
i A7) A BE PR 1 AH % (Burn et al., 2002) o ASHIF5T % 2h
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f7 519 PTF (5'-GAGCTCGGATGAGGGCAGG
CAGCCACTTTC-3)#il P7TR (5-GGTACCATGCTT
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% KM 20 b sk % 5X Buffer (4 uL), RNase
Inhibitor (1 pL), Dntp (2.5 mmol/Leach) (4 uL), Oligo
dT18 (1 pL), Random Primer (1 uL), AMV %%
XL (2 uL), & RNA(2 uL), RNase-free H,O (5 puL).
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