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Abstract Floral pigment is an important property of ornamental plants. It has been demonstrated that anthocyanin plays an central
role in petal coloration. Among variety of anthocyanin in plant, pelargonidin, cyanidin and delphinidin are most important, and they
decide the plant flower is yellow, red or blue. Many plant species synthesize limited kinds of flavonoids, and thus exhibit a limited
range of flower color. In plant, the anthocyanin biosynthesis is a complex of biological progress and many structural and regulatory
genes co-regulate it. Here, we elaborate the synthesis pathway of the anthocyanin and summarized some important genes in this
progress.
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Figure 1 The synthesis pathway of the anthocyanin (Katsumoto
etal., 2007)
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