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W OE EESAIOKEAE L, SRR KRS SRR, SRR E R RE I, i 8
RGEHIX, KEEETRIBES, EEREZREEKRIEIE. 2008 15 IS BB HABMEFHX 46 A AR IEET 120
Py FER . R 12 X PR (SSR)FI1Y, AT T L Z R T, LRI R 66 AN EER R PR 59 5.5 4 F
Yo RS R R Rk 3.790 2 A5 ~E) Shannon #5804 1.397 0, 281§ A 1.036 3~1.570 9; “FIUMIHE A& )y 0.731 2, AFiE
4 0.620 6~0.785 4. R4 UPGMA VA3 RGiM TR, 120 17K FE# LS AL AL R EUTE 0.22~0.99 2 [7], MHHBIRECH 0.6
B, WA 39 AN HMAMMLAREGE T 0.8 MR EAL /34 11 A4, B NHIRiRE R 4L, MRS T 0.85 AT 3
AT AL SR o A 78 45 SR TR xSt 5 SRR T M8 2 R . MO R R BRI B R A BT D 5 1
PR, R/KTEE PRI S A AT S B ERDRL, Shitl, AT UK SCBRG JE s AR AR R SR K b
Z R AR X

KEEIR) KRG R ISREAH, T ERD, BEZ RN

Genetic Diversity of Rice Landraces from Yuanyang Hani’s Terraced Wetland in

Yunnan, China

Bai Xiuhong"?=, Gao Dong'=, Yu Lei’=, Shu Yuan’s=

1 The National Center for Agricultural Biodiversity, Yunnan Agricultural University, Kunming, 650201
2 Agricultural Comprehensive Service Center of Xinjie Town, Yuanyang, 662416

3 Kunming University, Kunming, 650214

Corresponding author, gaodong521@yahoo.com.cn; = Authors

Abstract Extensive promotion of single released cultivar is leading to a narrow genetic base of cultivated rice in production, which
results in a serious decline of genetic biodiversity. However, there are high diversities still existing in some remote ethnic minority
areas where the rice germplasms are pretty rich. For example, Yuanyang county in Yunnan province, well-known as the Hani’s
terraced wetland in the World, would be a region where traditional rice germplasms are still going to be planted so far. To evaluate
the diversity of rice landraces in Yuanyang, 120 landraces were collected from 46 villages in Yuanyang county of Yunnan province to
estimate the genetic diversity by using 12 pairs of SSR primers. 66 alleles with an average of 5.5 per locus and 3.790 2 effective
alleles per locus were detected in this research. The average Shannon’s information index was 1.397 0 in range from 1.0363 to 1.570
9. The expected heterozygosities ranged from 0.620 6 to 0.785 4 with an average value of 0.731 2. Cluster analysis based on
UPGMA showed that the similarity coefficients varied from 0.22 to 1.00, and the tested rice landraces divided into 39 groups at the
point of a similarity coefficient of 0.6. There are 11 groups clustering at the point of the similarity coefficient more than 0.8 or more,
whereas only 3 groups clustering by the similarity coefficient being 0.85 or more. Both of groups only including two landraces. The
results showed that these landraces have a rich genetic diversity and some excellent characteristics which are usually lack of in most
of bred modern rice cultivars. In this research we made strong suggestion that Yuanyang Hani terraced wetland should become an in
situ reserve of the transition indispensable germplasms for rice origin and evolution studies.

Keywords Rice (Oryza sativa L.) Landrace, Hani terrace wetland, SSR, Genetic diversity

1017



2

1 £

SEDEN

G TR E R (45 RR), 2012 4F, 3 10 4, 3 1017-1024 7T
® 9P Fenzi Zhiwu Yuzhong (Online), 2012, Vol.10, 1017-1024
http://mpb. chinese.sophiapublisher.com

BioPublisher®

1=}

MrE=
“gHa 4y (Li, 2005; Zhang, 2005))5, FitE

1 RAHET SRR E R T AR AR HAES R4,
BT SRR R, FEVE RGURE R R IR £
FEE B 5 % {%(Cheng and Min, 2000; Zhao et al.,
2009). Bk, RIKFEMFRIE L 2R, (EdEnT
FREFIH, 552 KR (AR 2RSS, 2011). HH 2 29N
FRIFFENE I —, T 2 B A2 WA RS A s A%
Z kbt (Chang, 1976; Zeng et al., 2010). fE =7
— U S RO IX, KFEREEE, mENE
FEMEMRAIRAFTE . = m TGP BRAED B A% Z AR 1R
B, JRHLDIKSER B EFEE <N TR S0
4 Tt (R AR 4%, 2009a), #ERN SR
AR R B 7 A ORRE R BRSO SR
AESETTH BT TR, (E R IR P 0 =5 1
—IKFEZFEMERIE TR, DA 9 B R A A
BT BEAN o6 T 28 G0 /K e H 5 P 1 22 P (A o 45,
2010a); K FEHNJT it Fh 22 B 1 AE T0 BH A0l kg i %
AL (1R AR SR S, 20100); ZKAEHL T SR ATERAR
st ol 4D DAY 0 38 A S T P L N 2 S (R AR AR
2010)%% . 41155 45 2% (2009b) A 24 1y A AR 1 A B K )
A K FE R SRR L, A BISSRARIC AR BT
T EREAE s 4R AR SR 5E(2010b) X TG FH A
JE 15 B 304E (] BT AL (1 7K e b 77 ot o 1) 2 B IR
AT TOEAC; 1 AR 55 (2010) 4] 7 FH IS JE 6 H
24 i BT AR ) KR A% 8 AVEILAR 5 b 1 P B a8t A% 5
JRPEREAT T EOERE . AR R 45 (2010a) SR A K M 45
KKK 2 500 7%, WA AT T ICBEE e R
H Y TS RS AR R 2 FEME s = AR5 (2011b) LA H
SR ERAL, X5 IR RS Je Bk K FE S FHSSR 18t 4%
ZREMERHT T 0. 25 Nk, X TRE G JE R
ANFEAE R B8N 2411 BRI A K R St ol 22 R
o A1) 2 3o A 2 R (O IE 7T R AR

SSR bricd R ILEME, EEML. SRR, £
SRR A, 1EEHE 2R I IR A B AL 4544
YIRhEEL . SR A . IR 7 B o FhRiC S B
BAEURA E TN AR 2 AR JCEEA B
Tofs FHAEANFEAE RGN 41T TP (R 7K Ry s, fE B
SSR FRCMENTILIBHL ZFENE, B TEXS JCRHIS JE 1 H Ff
TR S, JEH A e AL e i b, B
R F MRS IR AL BRI T VAL . AR R AR
WL IR RREA R ORA S5 R FH AR b o 3 IR
AR Z AR TR A
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1 &Rt
1.1 A7 SR SRR R

TEVATE ) 46 AMFTZEh, SRAIILAZ S5,
R LA, T2 T 568 4 kR
DR, ALE 4 S Rl AR, SR
WA A 44 FR A 108 AN R S 2 1
SRR E RN 11 AR, Hp KBS, a2l
LA BB B, NAR. S, 8%, A
B, RRMEEAS 2 4, LHE 3 4, L
120 f Ak FEHE 7 BHRE, 15 384 2 REVE S AG FRIRE AR

1.2 D EAL R B MES T

At 12 X+ SSR SIP7E 120 4y JCRH R 5 #4 ) o
LRI 66 AN ZE AL K (Na), 3% xf 514
5.5+1.087 1 />, ARNE A 4~7 A, 45.5 NG RS It
PKI(Ne), P55 5147 3.790 2+0.515 5 4>, XM N
2,633 9~4.653 ™; FAEEN(N) 45BN 1.397 0+0.141 1,
A5y 1.036 3~1.570 9;  HIHI 44 & i (Exp_Het) 1
B4 0.731 2+0.043 0, 221 7y 0.620 6~0.785 4 (£ 1)

1.3 AL EFERE RS

P 12 X3 51 A 21 55 A7 BE R 2 4 (1A 3 54
507 2% 6 A 5 X 700/ 2%, PR 55
AN(F 1) 85 F RoR JCBH K FEH 7 b 7 A5
A7 3[R JLZR AR S5 16 o

1.4 KM

A UPGMA V2 (FE A2 %50k FH 1 A% AH DA
RECGHAT RIS, 120 43 o PH/KFEHL 7 S Fig 4%
LR B E A 0.22~0.99, MEEKE(E 1) WK
v 4+ (Dalonggu) 5 J% % (Longgou) « 41 Jil & F#
(Hongjiaolaojing) 5 4& 7% % % (Niangdongdongche)
P REZ 8] R B AE A R B0 R, O 0.99: AHARL
FH09 0.6 I, 120 f3/KAERE LR 7009 39 AN LA
LRSS T 0.8 FIMNA 11 NRE, HI AH A
A SRR s AL R H e T 0.85 HOANER 3 A4
PIRE T SRR R . &5 S R X ey S A LA
FE L 2R . RRERIR: #RA (ONF
)RR S AR, an-BAl 4 (Qixiangu) 5 &
A4 (Qixinggu). ZEJé A 4 (Cheniheniu) 5 Z- 7R A B
(Chenihelue)&; 53 [F] 24 AH A KL IR 22 7 (A
ALK H1 K, 414 B (Changmaoxiang) . £1
%Ki (Hongjiaolaojing) %5
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Table 1 Summary of genetic variation and heterozygosity for detected loci

(A=) I 3 P 57 58 [R5 A R HE R £ EARIEH Weai s WA
Locus Na Ne I Exp_hom Exp_het

RM84 7.000 0 4.2478 1.5439 0.2351 0.764 9

RM 208 7.000 0 41154 15153 0.2427 0.757 3

RM 16 6.0000 3.8583 14317 0.258 9 0.7411

RM 280 6.000 0 3.8546 1.4307 0.259 1 0.7409

RM 289 4.000 0 2.6339 1.036 3 0.379 4 0.620 6

RM 253 6.0000 3.8652 14107 0.258 4 0.7416

RM 234 6.000 0 39195 1.3931 0.254 8 0.745 2

RM 210 6.0000 3.650 6 1.402 6 0.2736 0.726 4

RM 219 4.000 0 3.8899 1.3719 0.256 8 0.7432

RM 228 5.0000 4.653 0 1.5709 0.2146 0.7854

RM 224 4.0000 3.116 7 1.256 1 0.320 6 0.679 4

RM 19 5.000 0 3.6778 1.400 6 0.2716 0.728 4
Mean+S.D  5.5000+1.0871 3.790 2+0.515 5 1.397 0£0.1411 0.268 8+0.043 0 0.731 2+0.043 0
2k A5 258 4R 58 i B 22 PR R b R 37 DX DL AR 73X S8

2.1 JUPH/KFEHTT M Fh 2 et R R

JGRHES H— B4 KA /KRGHT A 2 . S
BRICEE 1962 SEatE 1 97 AN AKRS S R i I 25 2
1982 AFAAE ) i P A, 4 B KA S A 3924,
JEAMAEMEE, SIE9, BiEf 195 4, H (O
BHELAR AR AP ) Hh VR RUR S PR s
Pk 54 Ao w80 AEARIGRHAS H /KR M 7 i A
AEFMZ (R4S, 2011a). 90 FEAAK EFHE
(1999)7E (B LAk i8) 42 oo FHIG JE kI 180
Z A dh R . 2006-2007 HEHA TR, 434 545 (2010a)
WE 30 MATE, ToRToPHE METFE 135 A
LFRIKFE SR (LA, 4G 100 MESMFH. A
PR 2008 T U 46 MK %€, Usi4E 568 437K
FEH TR RE, Horh A 108 N 4 AR IIAL G iR
AR SR, 25t 30 ZAEM N TIERER H AR IEHE,
TG RH R H /KRG b 75 5 R 2 R 1 BRI A A K (TR A
SR, 2010b). 7E H AT KRB SEE E d A o
T, JCPHME JE A FH 2w R AR 16 KRG b 5 L AR AT
YRR 30 4R R A IRI8HE 2 P (B AR 2R 55, 2011),
AL 5 o 1) AFABL S WS A 189 0« 5 v
XoF 7 BH 1 5 i ot B G55 A R el P S 38 A S R
ML, s g R AR R IR LA A R AT
BOR A AR TURRE, KRG E MR,
WFFANTT D (P AR, E L S A I £ At AT Bk
EaR, R, RATEBCK JCREE e Bk F AR N FEfE

755 (2009b, 2010)
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AR AR KA 5 i o B2

2.2 JLPH/KFE ol 2 REA B 4 R AL

T, JuPHBC— 1L IUZE, T REAERTAE
BIWEAE T FE 7 S, A X SRR
At PR AR RO AR A PR B R B R, R
PRIRTENN TR« WAV Ty DU SR (3 R
&, 2009a). FIK, JORHE MRETUIEFEELZ (R
fn Pl 5 22 B 552 304% B8 RN ST Ak ST A AH 5% (R 4R 4,
2011b), WIFERS JE jBAL 47T H ANEAL G sl b 2 22
AR AT AN [F] I R FE R TR A IR R AR R .
H, ANERBER . HALEE i X R R
NN o MG SRR G AT (AL A,
T8 2 EhidE, HHIEML, TBRR T —EMFrriE
BEFh 7 v S bR AE (AR 2555, 2010a), 4R HCkIE RN
TG (FIF4E, 1999). Bl 22 # A0 A et o HIG
Je e K FH (R 4%, 2011a). 84T E IR AhAZ
R, ZEE RS SRR ER IR, e,
W eI F AR RGP I, BEindE 7 H
w2, ®E, BEANFE R HEERRE
P 4= 25 SRR B2 BE (Shimpei, 2007), 12 JE iR 4
Rz X AEF IR KB 2 —.
3 MRS HE
3.1 #El

2008 R EUH = Bl K% ol E R HH
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Figure 1 The dendrogram of 120 tested rice samples

Note: The code correspond to table 2

ao O Z(B)REGEFLEARNG, FTEAE 4
2 BMEKARIEFAZ S, ECHE 46 NE
o RN T 568 A /K AR T AR, 1SR A A A
a2 ARPRIRE. AUTIUBTR KM R 120 4, 2
1w AEBEARSK. FAHRAE 2R R

E% ST PRI R A (3 2).

MEAAKAE SSR 5l Wiiik 2 MM r 12
[ ——— 3  *{(RMS84, RM208, RM16, RM280, RM289, RM253,

— 191 RM234, RM210, RM219, RM228, RM224 Fil RM19),
I E S ARk 1R 10 BRI R ARG B L, CTAB
L e R SR ZH DNA (Song et al., 2003). PCR
55 MR Z (20 uL)# 1x Buffer, 0.2 mmol/L dNTP (%
_4| L 3% —H2¥Ho2mmoliL), 1umol SSR 54, 50ng
| ¢ i BUUDNA R1UTaqRf. JRFN: 94T HUK
> 4 2 min, 94°C 40s, 55°C 30s, 72°C 40s, 36 4

I {—f:::igzzzzgég UASF,  T2CAEMR 10 min. T 69K AR RO

22 BB RAR A N I 45 2R (7 %R 5, 2009a)

4—|i_1—|—7|: 'S 33 HiEME

- i3 SSR 4745 TSR PR B A G i, AT

4‘% S5 MURPE(RIZRS, 2011). R POPGENE(Yeh et al,
75 1999) 43 H1 &5 £ FE [K % (Na, Observed number of

e alleles). A RS B KI £ (Ne, Effective number of

3;"; alleles, Kimura and Crow, 1964) .

—!E sy (Exp_Hom, expected homozygosty, Levene, 1949).
4‘?': 2o 3% ¥ (Exp_Het, expected heterozygosity, Levene,

| 15 1949), Shannon #£#j(1, Shannon's information index,
a1 Lewontin 1972)%Z: %, NTSYS F2/%(Rohlf, 1997)

B 5 RS PDRE A BR B BE T 5, SR A AR AL

L e S s (UPGMA), i A L 2 R R
] | — L B

L& feEmm

. E— 151 AR AT FE P ) B 3 K B B

S REIINNTA ARASSRARSE WBR
o HEHH, RESCHROE (e KRGS S

W B &

s KT

Ha bt e St SRR #R I L I R R 22

A
B

AT T [ 5% i B AT 7T O R R (973 I

H )i (2011CB100406) %%
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Table 2 Landraces used in this study and their origins

PS5 W4 FE INES PSR FE INES

Code Landrace name Farmer Village name Code Landrace name Farmer Village name

1 BTk 2+ T dr s HEEEEN) 24 IR HTiE JEEAS
Ashuigu Pu Jinliang Dongfucun Gaoshanhuagu Bai Wanfu Shengcun

2 HEE P (S Elee 25 Rk A Hokt
Aiwaiche Li Guangxue Hagengshangzhai Gaoshanxiangnuo  Li Pimiao Dengyuncun

3 H R 9] Wrzts 26 IS If1) A JeE A
Baipinuogu Li Ming Chenancun Gaoshanzaogu Xiang Shengcun

4 wEA T4 FAFAS 27 e AT HL BT
Baotaibai Yu Jinfei Wuzicun Gonggianlonggou  He Li Duobeicun

5 P LZLp PNIEE 28 BN sy TSRS
Boligu Yang Shuguang  Taiyangzhai Gulongchelue Pu Shoubo Hedicun

6 WHEL RSV A2 LA 29 FBAR £ KT 8
Boluogu Cao Maoze Tongchunshancun Guitengbani Li Yunguang Mikaxiazhai

7 A FEE KRS 30 BRE e Ve dE R
Budaogu Li Zhure Shuibulongcun Heinuogu Luo Zuotacun

8 KERH mEH FeEeE 31 AR 30 fE
Changmaoxiang Yang Zhiyou Shiyanzhai Honggu Gao Shiyanzhai

9 KEE L&A /NIEAS 32 EAREY o R KALLZE
Changmaoxiang Kong Huihe Xiaoyutangcun Honggunuo Gao Wensi Dawuzhai

10 e P A ke Ay 33 AN E LRk &R
Chejia Lu Yehua Chenancun Hongjiaogu Pu Hexiang  Qingkoucun

11 TR Bl 47 BRAS 34 ANy i JeE A
Cheke Duan Shujiu Xioucun Hongjiaolaojing Pu Shengcun

12 LA T K ekt 35 ANy R4zl K N ert
Chela Li Gada Shuibulongcun Hongjiaolaojing Liu Jinwu Shuibulongcun

13 EleHF il BERRAY 36 AN LT ErEE JEAS
Cheniheniu He Li Duobeicun Hongjiaonuogu Pu Xiangfu Shengcun

14 ZEARAE PeRices e B 37 AR FEIT G
Chenihelue Shi Yanfen Hajiaocun Honglueluena Guo Dengyuncun

15 TR ZER e B 38 AR BN S
Cheniangniangche  Li Zhicheng Hajiaocun Hongluelueneng Li Weicheng  Beilecun

16 R FEY BTEERS 39 AN ZE5 W FETASS
Cherangu Li Zhixue Xinguangpingcun Honglueluexing Li Zhikuan Hajiaocun

17 Zerprepigt Y Wr 2 s 40 1e4 FIIL &EOR
Chezhongzhongyan Li Zhiming Chenancun Huagu Lu Wenxue Qingkoucun

18 % Sl G ot a1 UL FREE
Chezhui Bai Shengga Dengyuncun Huangpitiao Huang Kuluzhai

19 RIEAs At VNGBS 42 HAKE JeIEHT BN
Dalonggu Shi Mangze Songshuzhai Jianshuigu Long Yingniaocun

20 KEHAH Pk K bkt 43 kRS 2 LAY
Dawazhanggu Lu Mei Shuibulongcun Jianshuizagu Cao Shiduo ~ Wahuichengcun

21 KEL N FLIeRS 44 MR 2L BV Gont
Dawangu Li Anze Walongcun Kounihonglue Lan Dengyuncun

22 3 IO BT 45 PR A iR Ba] ZR A
Dainuo Bai Wenxing Xingapo Kounihelue Shi Niang Adongcun

23 RIRE REHIR MR b 46 E{Ib/ Ry E2yIAIN MR b
Dongniangche Zhu Leniang Hagengshangzhai Kounihelue Li Longren Hagengshangzhai
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Continuing table 1
P A4 FE NS FPs R FE NES
Code Landrace name Farmer Village name Code Landrace name Farmer Village name
47 EYEVIEL T4k R R A 70 84 Z 2L By 7R3 A
Kunihena He Shaojin Oulecun Manche Luo Douze Adongcun
48 CHIEL SRS FLIEHH 71 18 % A [N UES
Laogounuogu  Gao Yongduo  Walongcheng Manche Shi Mangze Songshuzhai
49 ZHEHT /3 HEH 72 84 &8s KRS
Laojingnuo Ma Xiaowen Zhetaicun Mangu Li Wengui Paozhuzhai
50 A T/ Y NEYEAS 73 RN £ S S
Laojingnuo Li Xiaosi Xiaoyutangcun Mangchehonglue Li Wenkuan Dongzongzhai
51 E L G ] KALLE 4 BEE Pt WRRA
Laojingnuo Zhang Erfu Dawuzhai Maocheche Li Gaoxing Oulecun
52 LAY HHEK MRz At 75 AR % PR HUEIAS
Laopigu Huang Jianfa Chenancun Mensongsongche Lu Xinfa Beilecun
53 AKA #IFIE I 6 TR 1 I 4y
Lengshuigu Li Zhenghua Qingkoucun Miaozigu Xu Guoshu Gamacun
54 RIKA KE Hrh 77 WWARZRE JauE! BT
Lengshuigu Zhu Yu Dengyuncun Niangdongdongche  Lu Wei Xinguangpingcun
55 7KK MR PR ) 78 Y i fLog L3
Lengshuinuo Chen Xiaohua  Dayutangcun Niaogineng Kong Qiang Fuzhai
56 KA B HHEN 79 KRR 2Tl 47 WA
Lengshuinuo Pu Zhicheng Aichuncun Nuodong Luo Dingshan  Xioucun
57 NH#E K EHE KRS 80  MEw Izl e
Liuyuegu Zhang Yuxiang  Shuibulongcun Nuogu Yang Dongzongzhai
58 NAR R VEE=F 81 s &' IUNUES
Liuyuegu Wu Wenxue Shiyanzhai Paogu Li Wengui Paozhuzhai
59 Jekk gL A e RAASS 82 M R M4
Longgegerang  Shi Yanfen Hajiaocun Paozhugu Zhu Jiahe Gamacun
60 Tefg 2 MG b 83 HEWEE & S=ALEAN eIy )
Longgou Li Maoshan Hagengshangzhai Pininiche Pu Sihong Beilecun
61 et MR e W B A 84 g lIEES MR 5 A L A
Longgou Chen Wuhou Shupicun Qixiangu Yang Meiying  Tongchunshancun
62 ey T AT 85 LtES FE)5 B
Longgu Ma Shoubo Hedicun Qixinggu Li Maohou Kuluzhai
63 pasdi i Al LA 86 Tk L7l HEN
Longjingnuo Cao Shitu Tongchunshancun Qitougu Yang Xiaofu Zhetaicun
64 WL A% B ARAS 87 B 5 PR T Y
Lueshou Shi Wenxing Nanlincun Qianguyong Luo Wuliang Yingniaocun
65 LRSS HEEEES HEH 88 F G LR K ZE 3
Luoguogu Zhao Chunhua  Zhetaicun Qulimoxili Kong Fafa Fuzhai
66 SRA 2B Foh 89 Eoci HED W r g
Mabangu Lan Zhongwen Dengyuncun Quanba Bai Zhizhong ~ Pulongzhai
67 LA Bt B A 90 IR & Foh
Machengu Bai Shidou Adongcun Shanmenggu Zhu Buga Dengyuncun
68 HER Wk KEFHS 91 EEES PR FRAE g€
Maweigu Yang Quanfa Dapingcun Shangzhulugu Li Minlong Zongzuzhai
69 Y <l R 92 BRRG FREK MRz py
Mazhagu Lu Jiahe Qingkoucun Simache Huang Jianfa ~ Chenancun
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Continuing table 1
FFo5 W JE (NES P a4 JE RE S
Code Landrace name  Farmer Village name Code Landrace name  Farmer Village name
93 PR TR PNIEES 107 /MRLFEF [P RALHE
Taofangu Zhang Bin Taiyangzhai Xiaolixiang Gao Wensi Dawuzhai
94 R ) 1E Fii 2 108 NEH R EEE N
Teqing Yang Zhenglu Manlacun Xiaomangu Gao Deming Dongfucun
95 EIEES i SEEE JEEAY 109 V2% 27K Wrz i
Tuangunuo Bai Fuliang Shengcun Yaduoduoche Li Yong Chenancun
96 Bk [EpE UNIE S 110 fKEA wAE T PR E
Tuannuo Gao Wensi Dawuzhai Yingnuogu Xu Jialiang Yingniaoxinzhai
97 B KA + I 11 BAAE e T b R AR A
Wangu Pu Jiafu Shibatangcun Yongrenrenche  Pu Ruixiang Oulecun
98 5% PRe W B 112 AxsH HE AT
Wupu Li Chenghou Shupicun Yuelianggu Bai Wanfu Shengcun
99 T5 K AN M g 13 Hz#s e &
Wucuo Li Longren Hagengshangzhai Yuelianggu Li Wenying Qingkoucun
100 PR E TARF (PR 114 JACHE P R
Wupuchening Luo Shugan Adongcun Zajiaonuo Li Puduo Kuluzhai
101 sk % BEAR AN 115 B TS K HY
Wushao Luo Tingfu Xiaowozhai Zaogu Li Xiansheng Shuijingwancun
102 BB P PNIE S 16 RS ML G s
Xianggu Sun Chengsi Dawuzhai Zaogu Zhu Jiahe Gamacun
103 i AIER 2SR 117 REn K2 PN )
Xiangnuo Li Zhengxing Manlacun Zaohuanggu Zhang Sahotian  Dayutangcun
104 NSRS KF K A 18 A% KA Y HERTE
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