Bt
A
V1
v

® 9P Fenzi Zhiwu Yuzhong (Online), 2012, Vol.10, 1087-1091

ST R R (U2 1R), 2012 45, 55 10 %, 45 1087-1091 7 (/
http://mpb.5th.sophiapublisher.com

MRiRE
A Letter

TS A TESMFKFEEHARRZ SN SSR Rk

CER VR VR

1 =RAN R AN 2 B BB AR B % TR G, B, 650201

2 JuPAEFE A LR A IR S5 0, TG, 662416

3 EWERE, B, 650214

PG 4% gaodong521@yahoo.com.cn;  BfE#

STHEYEFR, 2012 4, #5104, #H 11 %  doi: 10.5376/mpb.cn.2012.10.0011

AR HE: 2012403 A 12 H

B2 HW: 20124203 H 24 H

REHM: 20124504 A 26 H

X J&— 4% R Creative Commons Attribution License i 1T HBE A 1830, REXSARIER G 1A 51, AT N ol 3t RS =5 LR
i L.

TR 5 IR

SRS (P 30):

TR 845, 2012, JoBHARH H 528 5 FP /KRG 0 A& 2350 SSR brid ik, 4> TAEY & #(online) Vol.10 No.11 pp.1087-1091 (doi: 10.5376/mpb.
€n.2012.10.0011)

51 REE):

He et al., 2012, Screening Polymorphic SSR Markers between Yuelianggu in Yuanyang Terrace and Sequenced Variety Nipponbare, Fenzi Zhiwu Yuzhong
(online) (Molecular Plant Breeding) Vol.10 No.11 pp.1087-1091 (doi: 10.5376/mpb.cn.2012.10.0011)

@ R UTHES A SEs kR, RIFIKRE 387 X SSR ARIE, -5 SRR H A (35 R ALHHAT L, S0 i 3
A 5 0N R ZBMERARC 164 %, ARG 519010 50.5%. ZAMEFRCRIREIS), FTH T 1ot B, Xk
BRI TR T AR R VBN R BGE SR R 2R e oz s I T PR B R AL R B AR

RBEIR) KRS, PR ARITIRE; v R, sy AR AHS

Screening Polymorphic SSR Markers between Yuelianggu in Yuanyang Terrace
and Sequenced Varietg/ Nipponbare

=4 . . P
He Yuzhong “**, Gao Dong ¥, He Xiahong **%, Yu Lei
1 The National Center for Agricultural Biodiversity, Yunnan Agricultural University, Kunming, 650201

2 Agricultural Comprehensive Service Center of Xinjie Town, Yuanyang, 662416

3 Kunming University, Kunming, 650214

MCorresponding author: zwsjsxz@zaas.org; b= Authors

Abstract Rice genome of Yuelianggu in Yuanyang terrace was compared with that of Nipponbare using 387 pairs of SSR markers.
164 pairs of polymorphism markers from Yuelianggu and Nipponbare were selected, and they are 50.5 percent of all effective
amplification primer pairs. The interval of these polymorphic SSR markers was even and they could be used to construct a molecular
genetic map. These polymorphism markers are important in constructing introgression lines or near-isogenic lines of local varieties
and in cloning desirable genes of local varieties.
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Table 1 Summary of researched loci

18R 505
1.1 SSR ¥ricy &R

H 387 XF SSR 514 I £ A Mg 45 B LK 1,
Horp 325 SN A 5P, 5 84.0%; Ytk
R B AR g 67.6~94.7%, Firh 2 Sk,
5 S ikRK. £ SSR 3IMA 164 %f, HMA
My 510 50.5%; £ A MEARIL B 9 RARME N
39.1~69%, Hr 3 Sk &, 11 S AR,

et fk Bl S AR 2AMALSHE ARG HOLRE R (%) ZAECLATE 9 %(%)

Chromosome No. of loci No. of effective No. of polymorphic Percentage of effective loci Percentage of polymorphic loci
loci loci (%) (%)

1 44 39 19 88.6 48.7

2 38 36 17 94.7 47.2

3 41 29 20 70.7 69.0

4 26 21 9 80.8 42.9

5 34 23 10 67.6 435

6 36 32 13 88.9 40.6

7 38 34 19 89.5 55.9

8 32 27 15 84.4 55.6

9 24 22 11 91.7 50.0

10 24 18 8 75.0 44.4

11 25 23 9 92.0 39.1

12 25 21 14 84.0 66.7

it 387 325 164 84.0 50.5

Total

1.2 SSR #icfE H AR ZEFAF KA B

S R AR CTE H AR R A P i E, K
B SSR ARIC AL 1% 1 Hh i o B 7 FebRids, Horp
HLZ HMERtRiC A bR &os, 2SR
MEE AR, AP HZ GRS, HE1EH,
EN L PR of v ERY AR AR ok i S e P
H, JtHZEMARCRIRRY S, Ak fE F Rk
L& (18] 1).
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Figure 1 Polymorphic SSR markers in the Nipponbare genome position
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