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Study on the Extraction Methods of Total RNA from Salt Stressed Poplar

Zhou XiangmingH, Song Jian™, Wang shu™, Hao ZhiyuE
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Abstract Modified SDS method, Column Plant RNAout and RNAplant plus Reagent kits were compared in extracting total RNA
from salt stressed poplar 107 with gel electrophoresis and UV-Spectrometer. The results showed that different RNA extraction
methods greatly affected the experimental results. Desirable yield and quality RNA can be isolated with modified SDS method, and
the OD,g/ODygq ratios of the RNA from leaf and root are 2.06 and 1.83 respectively. Moreover, the OD »0,m/OD230nm ratios of both
are above 2.0. The bands of 28S rRNA and 18S rRNA are clear and did not degrade, and the yields of RNA from leaf and root are
81.9 py/g FW and 30.3 /g FW respectively. The specific target fragments were amplified with RT-PCR method. This demonstrates
that RNA isolated by this method could be used for further study on related molecular biological experiments.
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Figure 1 Agarose electrophoresis of total RNA extracted from
leaf and root of poplar 107 by using different methods

Note: 1, 6: Total RNA extracted from leaf and root of poplar
107 by using modified RNAplant plus Reagent method; 2, 5:
Total RNA extracted from the same above by using column
RNAout method; 3, 4: Total RNA extracted from the same
above by using modified SDS method
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Figure 2 RT-PCR products of poplar UBQ gene

Note: 1~3: RT-PCR products of total RNA from leaf isolated
with modified SDS method, RNAplant plus Reagent and
column RNAout; 4~6: RT-PCR products of total RNA from
root isolated with modified SDS method, RNAplant plus
Reagent and column RNAout
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Table 1 Yield and purity of RNA isolated from different organ in populus with different methods

U WY E OD460/OD4g9 OD260/OD530 WIZ (ng/pL)
Method Organ Concentration (ng/pL)
RIR

RNAplant plus Reagent A 1.67 1.42 139.7
& Leaf

RNAplant plus Reagent

KA AAY RNAout LY 2.08 2.03 211.3
Column RNAout Leaf

R SDS ¥ o 2.01 2.04 403.5
Modified SDS method Leaf

KR

RNAplant plus Reagent [icd 1.26 1.18 263.4
A Root

RNAplant plus Reagent

REFEFAY RNAout R 1.83 2.24 3116
Column RNAout Root

MR SDS % i 1.91 1.83 3725
Modified SDS method Root

K& A Z 5 RNA TLiEH T 0 FAED¥ R
(Fang et al., 1992). AW A HHFAT T #R, KA
LiCl Wi AR FEMEDTIE RNA SRIB/D 28 B4k,
EPEHE I R TIE (0 3 min) BAZbJE RNA YiiE. H
5&, RNA FEam SR A/ ZE R 20 DNA, FFiET
RNase f] DNase AbFH, FiEAT H AR R .

ARG 28 B HE WL LUK 1 RT-PCR &9l 43
1, UEBH T 2R SDS 258 4%iE F T Sh Wi T i
RNA $2EL, NJEE0 TEW 0T 5 B 5e T £ it

3IMELEFE
3.1 48

¥ 1A 107 K2y 15 em 2R, BT
BEA 78RR BRI AR T, A W88 K, DA
By 25 B i R M 2R AR . FRARKCZE 5 em /&2
L, KEBREEEEH 0.6% NaCl ¥ Hoagland
IR IE 6 h, FRETF KPR, A5
PEARR AR R K 2, IRGE BT FIAR, AV
W% 5 BT -80°CUKFE A 1F -

FEAAEY) RNAout 114 H R¥E/AH], RNAplant
plus Reagent i{;f &M H KRR AR, iR SDS %%
i s E S, R H Promega A,
514 E b [ A T A B BT R AR (B 7 Tris 77
4N 0.1% DEPC - 37°CHEAH AL BE 24 h 5 iH 4T /= &
KT o Tt ARSI ) i T 180°C TR HE 12 h,
PLiBES RNA ifi5 %% . & DNase £ RNase #2546
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SLF1 Eppendrof 14 H Axygen A &

o B SDS $#2 By : 100 mmol/L Tris-HCI,
500 mmol/L NaCl, 50 mmol/L EDTA, 2.0% SDS,
100 mmol/L DTT, 5% 2P #id& 48, pH=7.5 (G
B dk CREAEAE AT ISR BCH h 2 29K FE 5%).

3.2 B RNA B
3.2.1 HEX MY RNAout 5
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G AP IR U EAT RNA $2HL

3.2.2 RNAplant plus Reagent 7] & 77 =
FREL 100 mg FIrE AR, SWRERRE S, 4%
TG S5 BR U A R 7 V4

323 K SDS ¥

HY 100 mg W AR B A R S Bk, I
B A 350 il /K A L350 il &4 A1 700 pl
SDS B ) Eppendorf &, iR iEE% 5 min J5
F 4°C 12 000 r/min &0 10 min; FiE#NEH
700 Pl &4/ i35 Eppendorf &, E%iRES), T4 C
12 000 r/min &5.0» 10 min; & NEA 14 RFH
8 mol/L LiCl ¥, % i JTUE 5 min; 4°C 12 000 r/min
20 10 ming 3 B3, H 75% L FENEDTE 2 IR,
JEREE RO 2R, BT RESIRAECT R,
Jn\ DEPC Ab# i 1) H,0 Hi¥ i RNA, T-80°C R
17, &H.
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